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Comparison of 27 Y-STR Genetic Polymorphisms and Genetic Distance Among Ethnic Groups
in Rural Han Males in Zhengzhou
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Abstract: Objective To compare 27 Y -STR genetic polymorphisms and genetic distances among ethnic groups in rural Han males in Zhengzhou.
Methods The Yfiler Plus kit was used to amplify 27 Y-STR loci, the 3500 xL genetic analyzer was used for genotyping, and the genetic parameters

such as allele frequency and gene difference were counted for 27 Y-STR loci. The molecular distance analysis (AMOVA) program of the YHRD
website was used to analyze the genetic distance of the Han and different minority male populations in different provinces, and the MDS map was
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drawn using the website's multidimensional scale analysis (MDS) program.Results There were 540 different haplotypes in rural Han males in
Zhengzhou, and the HD value composed of 27 Y -STR loci was 0.999974. Analysis of genotype data showed that among 27 Y -STR, DYS385b,
DYS449, DYS518, and DYS627 showed high genetic differences (GD>0.85), while DYS391 and DYS438 showed low genetic differences (GD<0.5). In
comparison with the genetic distance of Han males in other provinces, the rural Han males in Zhengzhou have the closest genetic distance to the Han
males in Shaanxi (Rst=0.0028), and the genetic distance to the Han population in Guangxi is the furthest (Rst=0.0891). For distance comparison, the
genetic distance between Han males in rural Zhengzhou and Hui males in Shaanxi is the closest (Rst=0.01526), and the genetic distance between
Sichuan males and Sichuan Tibetans is the longest (Rst=0.2873).Conclusion The 27 Y-STR loci of Yfiler Plus have good polymorphism in Han
males in rural Zhengzhou, which can be used to distinguish unrelated male individuals in rural Zhengzhou Han. Since the rural areas are usually here
for many generations, this result can be regarded as the representative data of local males in Zhengzhou, which can provide basic data for forensic
applications in this area.
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