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Analysis of F13A1 Gene and Protein Based on Bioinformatics
WANG Huai,YANG Jian-kang
(Basic Medical College,Dali University,Dali 671000,Yunnan,China)
Abstract: Objective To analyze F13A1 and its encoded protein using bioinformatics methods, and provide theoretical basis and new clues for the
experimental study of F13A1. Methods Search "F13A1" from the UCSC (http://genome.ucsc.edu/index.html) database, download the F13A1 protein

sequence, and intercept the 2000 bp base sequence upstream of the transcription Start pointas a promoter Tegion for analysis,;the physicochemicat

properties, subcellular localization, signal peptide and transmembrane region, protein structure, interaction network and GO annotation of F13Al
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encoded protein were analyzed.Results F13A1 contains multiple promoter regions, there is no CpG island, but there are transcription factor binding
sites such as SRF, Spl and AP-1. The protein encoded by F13A1 is a hydrophilic protein composed of 732 amino acids with no signal peptide and no
transmembrane region. It is mainly located in the nucleus, and the secondary structure is dominated by random coils. In addition, proteins F13B, FGA,
FGG, F2, FGB, FN1, SERPINF2, VWF, VEGFA, F5 may interact with F13Al.Conclusion The F13Al gene has multiple promoter regions with
multiple transcription factor binding sites; the F13A1 protein interacts with multiple proteins such as F13B, FGA, FGG, and F2, and is involved in the
formation of the endoplasmic reticulum cavity, platelet aparticle cavity, and cells Various cellular components such as the inner organelle cavity play
an important role in various physiological processes such as blood coagulation, fibrinolysis and platelet activation.
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