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Abstract: Objective To analyze the composition of immune cell subsets in the microenvironment of liver cancer by bioinformatics, to map the
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differentially expressed IncRNAs, and to construct a risk model to predict the prognosis of liver cancerMethods The single—cell transcriptome data
GSE140228 of hepatocellular carcinoma (HCC) in GEO database were downloaded and analyzed. The composition of immune cell subsets and the
expression of IncRNA in HCC and adjacent tissues were compared, and the differentially expressed IncRNA profiles were drawn to analyze the enrichment
of differentially expressed IncRNA in immune cells. The relationship between differential IncRNA and survival prognosis of HCC patients in TCGA
database was analyzed. Univariate Cox regression was used to analyze the hazard ratio (HR) of IncRNA. Multivariate Cox analysis was used to construct a
risk scoring model, and the receiver operating characteristic curve (ROC) was used to detect the ability of the risk scoring model to predict the prognosis of
patients.Results Compared with adjacent tissues, CIQA*M¢ cells were more abundant in HCC tissues, while CD160*NK cells were less. There were 51
differentially expressed IncRNAs in different immune cells of liver cancer tissues and adjacent tissues. The differentially expressed IncRNA profiles in
different immune cells were drawn, and further analysis showed that there were 42 IncRNAs specifically expressed in immune cells of tumor
microenvironment. Among them, 5 of the 34 IncRNAs with common changes were related to prognosis (P<0.05). After screening according to the set
conditions, a HCC prognosis model consisting of 4 IncRNAs (LINC00861, LINCO1138, THUMPD3-AS1 and DANCR) was constructed. Survival analysis
showed that the high risk group had poor prognosis. Multivariate analysis and ROC analysis showed that the risk score could be used as an independent
prognostic factor ( P<0.05).Conclusion The IncRNA expression profiles of immune cells from tumor tissues of HCC patients are specific. The prognostic
model constituted by IncRNAs screened in terms of specific expression profiles is potentially meaningful in evaluating the prognosis of HCC patients.
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