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Study on the Mechanism of Suberect Spatholobus Stem in the Treatment of Gastric Cancer

Based on Network Pharmacology
JI Lei*t,SHAN Hui-miny WANG Yin-xiang*,SUN Zhi-gin',ZHAI Chang-yun,WANG Jin-giu*
(Department of Oncology?,Department of Pathology? Yancheng Dafeng People's Hospital/Dafeng Clinical College,
Yangzhou University School of Medicine,Yancheng 224005,Jiangsu,China)

Abstract: Objective To predict the potential mechanism of Suberect Spatholobus Stem in the treatment of gastric cancer by network pharmacology.
Methods The active components and corresponding targets of Suberect Spatholobus Stem were obtained by TCMSP database, and the gastric cancer
targets were collected by GeneCards, TTD and OMIM databases. The intersection targets of drugs and diseases were obtained by Wayne diagram, and
the intersection target protein interaction network (PPI) was constructed by STRING database. The GO function and KEGG pathway enrichment
analysis of the intersection targets were performed using the DAVID online tool.Results A total of 24 active components of Suberect Spatholobus
Stem were obtained, corresponding to 104 targets, and a total of 1639 gastric cancer targets were collected. A total of 66 intersection targets of
Suberect Spatholobus Stem-gastric cancer were obtained by Venn diagram. Key targets such as TP53, STAT3, AKT1, CASP3 and TNF were obtained
by protein interaction network analysis. GO enrichment analysis obtained 489 biological process items, 45 cell composition items and 89 molecular
function items. KEGG pathway enrichment analysis obtained 159 signaling pathways, among which the pathways were mainly closely related to PIK3-
Akt signaling pathway, IL-17 signaling pathway and HIF -1 signaling pathway.Conclusion Based on network pharmacology, it is preliminarily
revealed that Suberect Spatholobus Stem anti-tumor may play a role by regulating key proteins such as TP53, STAT3, AKT1, CASP3 and TNF, and
interfering with PIK3-Akt signaling pathway, IL-17 signaling pathway and HIF-1 signaling pathway.
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Fs MOL ID RS OB(%) DL
1 MOL000296 hederagenin 36.91 0.75
2 MOLO000033  (3S,85,9S,10R,13R,14S,17R)-10,13-dimethyl-17-[(2R,5S)-5-propan-2-yloctan-2-yl]- 36.23 0.78
2,3,4,7,8,9,11,12,14,15,16,17-dodecahydro-1H-cyclopenta[a]phenanthren-3-ol

3 MOL000358 beta-sitosterol 36.91 0.75
4 MOL000392 formononetin 69.67 0.21
5 MOLO000417 Calycosin 47.75 0.24
6 MOL000449 Stigmasterol 43.83 0.76
7 MOL000461 3,7-dihydroxy-6-methoxy-dihydroflavonol 43.8 0.26
8 MOL000468 8-0-Methylreyusi 70.32 0.27
9 MOL000469 3-Hydroxystigmast-5-en-7-one 40.93 0.78
10 MOL000470 8-C-a-L-arabinosylluteolin 35.54 0.66
11 MOL000471 aloe-emodin 83.38 0.24
12 MOL000483 (2)-3-(4-hydroxy-3-methoxy-phenyl)-N-[2-(4-hydroxyphenyl)ethyl]acrylamide 11835 0.26
13 MOL000490 petunidin 30.05 0.31
14 MOL000491 Augelicin 375 0.66
15 MOL000492 (+)-catechin 54.83 0.24
16 MOL000493 campesterol 37.58 0.71
17 MOL000497 licochalcone a 40.79 0.29
18 MOL000500 Vestitol 74.66 0.21
19 MOL000501 Consume close grain 68.12 0.27
20 MOL000502 Cajinin 68.8 0.27
21 MOLO000503 Medicagol 57.49 0.6
22 MOLO000506 Lupinidine 61.89 0.21
23 MOL000507 Psi-Baptigenin 70.12 0.31
24 MOLO000006 luteolin 36.16 0.25
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