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HE.BH 4K HPV E6/E7 mRNA % HPV16/18 DNA et & % 69 5 A M4, 773 4k 127 41 HPV16/18 DNA Fa b a9 4%
BRAEA 47 HPV E6/E7 mMRNA 4 | 5F 45 42 Fk At Jo 5 (TCT) & R Aok 4 i 45 Rt 4743t o7, &R (DHPV E6/ET7
MRNA # B S0 E — g g £ ) b1k 81.93%, F#ba A 27 2040k, @QHPV E6/E7 mRNA ¥ [ai: % % 65.35%, BLI 4 &
ok EAZE & ,HPV E6 /E7 mRNA Fat &5+ &, B LSIL 45 £ 52 HSIL+40 5 £ g 20 Fa bt R pbsk | £ F A 43t 5 & L (P<
0.05), @3+ HPV 16/18 DNA et | B fafe 5t — 7 507, T VAR 65.35%49 M 454 & R 44.83%49 HSIL+; X A HPV
E6/E7 mRNA 34757, 7T AR U 34.65%49 I i Seib & | /15 10.34%49 HSIL+;HPV E6/E7 mRNA 57 k¥ F4&F TCT &
RFE, EFA G FE L (P<0.05), DHPV16/18 DNA [ab: H 8 i 52 4 & 4 = ASC-US # % 4% , 2 HPV E6/E7 mRNA 4%,
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Abstract: Objective To investigate the value of HPV E6/E7 mRNA in the shunt of HPV16/18 DNA positive patients.Methods A total of 127 cases
of HPV16/18 DNA positive nucleic acid samples were collected, and HPV E6/E7 mRNA was detected. The results were statistically analyzed in
combination with the results of thinprepcytologic test (TCT) and pathological diagnosis.Results (DThe HPV E6/E7 mRNA was detected by mainly
single infection, accounting for 81.93%. The age distribution showed a bimodal shape. @The total positive rate of HPV E6/E7 mRNA was 65.35%.
With the increase of cervical lesions, the positive rate of HPV E6/E7 mRNA increased, while the positive rate of LSIL group and inflammation group,
HSIL+ group and inflammation group was statistically significant (P<0.05). (DAs the HPV 16/18 DNA positivity triage test, Cytology at the ASC-US+
threshold could reduce colposcopy by 65.35%, but missed diagnosis of HSIL+ by 44.83%; whereas HPVEG /E7 mRNA could reduce the colposcopy
by 34.65% ,and missed diagnosis of HSIL+ by 10.34%. As a triage test in HPV 16/18 DNA positivity patients, the missed diagnosis rate of HPV E6/
E7 mRNA was lower than that of TCT ( P<0.05). @As a triage test, in patients with HPV16/18 DNA positive and cytological grades =ASC-US, E6/
E7 mRNA could reduce the colposcopy by 11.36% and none missed diagnosis of HSIL+. Conclusion TCT combined with HPV E6/E7 mRNA for

synchronous shunt in HPV16/18 DNA positive patients can reduce colposcopy and the risk of missed diagnosis of HSIL+ in patients with =ASC-US.
Key words: HPV E6/E7 mRNA;HPV;TCT;High-grade squamous intraepithelial lesion
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FHIE B, HPV HoAth = /8 A BHPEEA T 40 2 i 9, (H
HPV DNA il o ik X 4395 3 A R 2 Ja g ml — 2o P
Yy, T S BB Gaat B 208 e SR A
(TCT) il M AEAE 12 W Bt it 25 5%, T2 R 5 v 1y 1)
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W 4E B9 HPV16/18 DNA FHE: 9% 911 1247 HPV E6/E7
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DNA BHHE B E - o (A, RHGE I .

1 HEBEAHZE

11 — Mgkl W T AR 04 R B 127 )
HPV16/18 DNA FHPEMZIRAEAS, Hrp 5i— HPV16
R YL 72 5], 21— HPV18 B YL 20 4], HPV16+18
RN SRy 7 6], HPV16+18 BI+HPV HiAh 7 5| £ &
L 1 1, HPV16 I +HPV Hifth %) £ 5 Jfk e 19 14]
HPV18 7 +HPV H.Aih 7 Z H R YL 8 ], M H i
23~65 %, V-4 (41.07+12.36) % . S BRI T %%
i 62 191, IR EE IR 1 K pRIgg AR (LSIL) & 36 1], 5
FEBIRR R PR AE (HSIL) & 26 1], ‘B 250 ik 3
) s TCT 45 5 2 R UL | K P4 95 725 240 i R 20 4 448 i
(NILM) 2 83 il , JCHA A 12 Wi 2 LI 3F SR itk T
FZ e (ASC-US)# 18 ], LSIL # 12 i, A REHERR
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JH PCR Z3Hfr 2245 SLAN-96, i1 [ 224 EESrRHE A
FRARI A,
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24R B =50 %4 & HPV E6/ET mRNA FHE %1

2.1 HPV E6/E7 mRNA #5 i #8  ASHHF 5 e 3k 551 ]
%f  HPV16.18.31.33.35.39.45.51.52.56.58.59,
66.68 I 14 FhAI I A E6/E7 mRNA HEAT43FIAG ] ,
Bk HPV45 .59 .66 —Fh UGS H A1, HoAh Y 5 344
Rk, Hrb HPV16 Bk i, (5Lt 74.70%(62/
83), Hivk & HPV18 Y, i kb 18.07%(15/83), Ul [¥]
6. 83 14l HPV E6/E7 mRNA FHEAEAS L) B — ik
S, 5 HE 81.93%(68/83), Hivk & P JE UL, (5 kb
13.25%(11/83 ), = H /B YL TP d B gt Ay A i, 4351
i b 3.6196(3/83) 1 1.2096(1/83), ULIK 7.

2.2 NEAE#S2H HPV E6/E7 mRNA K5 3 [ <30

5T 30~49 & AF IR 4 2o Pk, B SR B 00 L H
ZR TG4 L (P>0.05), 1L 1,

2.3 ANEPHHLST% HPV E6/E7 mRNA FHERS 22 [
% HPV E6/E7 mRNA it fH 1% 65.35%(83/127),
Bifi 25 B3 290 28 PR TH 5 HPV E6/E7 mRNA %
Fhin s LSIL 205 RAEL ) FHPE R H A, 22 50 G2
X (52=6.63, P<0.05) ; HSIL+2H 5 48 ik 2H 1 PR %
P, 22 A g it a8 L (x*=14.22, P<0.05) ;HSIL+
415 LSIL PR S, 22 R G4 L (=
2.29,P>0.05), L3 2,
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7 HPV E6/E7 mRNA & ERGLER ST

* 1 AREEHLE HPV E6/E7 mRNA PR
HWHZREE (N, %)

%R 2 TEFES S HPV E6/E7 mRNA BRI
WHELEE(n,%)

AEIS B n HPV E6/E7 mRNA FIE% [{ERES LA HPV E6/E7 mRNA [E:%% PR
<30 % 20 14 70.00 RAE 30 48.39
30~49 % 84 53 63.10 LSIL 27 75.00
=50 % 23 16 69.57 HSIL+ 26 89.66
a1t 127 83 65.35 it 83 65.35
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2.4 HPV16/18 DNA FH %55 i) TCT #1 HPV E6/E7
mRNA 1l 25 5% % HPV16/18 DNA FH14: H TCT
R oA NILM (%) £ 35 b 3 39 f51] HPV E6/E7 mRNA
B4, 1 HPV E6/E7 mRNA [HMEE H A 3 fils 2
2558 HSIL+, HPV16/18 DNA [Ht: H TCT ¥t hy
ASC-US/LSIL 4 &3 4t 5 i) HPV E6/E7 mRNA
[, H 5 i HPV E6/E7 mRNA 15 B 5 15
RIE/LSIL, HPV16/18 DNA BH ¥ H TCT K & Ky
ASC-H/HSIL 3 ,HPV E6/E7 mRNA # il 34 A FH
PE, W3 3.

2.5 HPV16/18 DNA BHIE B EH 4> R TCT
X} HPV16/18 DNA PHM: & it — 2 i, K& 4h
W= ASC-US HFIWr R BAYE, W FHAE%k 34.65%, B
AT LAY /L 65.35%0) BHIB %12 , LTI R 2 08 R
55.17%, B &4 44.83%00 & Tei2 HSIL+., ik
% HPV E6/E7 mRNA Xf HPV16/18 DNA [ # ik

FF00 , BHE Rl 65.35% , 1T LUk /b 34.65% (1) B 1
Biktis, MCETIG IR R B R 89.66% , IWiZ %N
10.34% . HPV E6/E7 mRNA /MiiiiZ AT TCT 43
T, IR FLBR A B e 12 T BRI T TCT &
W, ERA%IEE L (P<0.05), ULk 4,
HPV16/18 DNA PBH¥E: i 3 %5 [Al B & HI TCT Al HPV
E6/E7 mRNA #4743 , TCT ¥ 25 4 NILM 4 HPV
E6/E7 mRNA BH:3 Ky 53.01%, A] ik /b> 46.99%1FH
B2, TG IR RN 76.92%, Wi2HN
23.08% . 4 TCT #&#r i =ASC-US i} ,HPV E6/E7
mRNA B4 88.64%, 1]/l 11.36% ) B i 5
42, I PR 72 8502 & 100.00% , Toli2 HSIL+E)
B K HPV E6/E7 mRNA %I HPV16/18 DNA [
P H TCT 24 NILM 41 0 88 5 ik —25 53, B i i e
AL % B T HPV16/18 [H%: H TCT =ASC-US
4 (HH RIS R A, W3R 5,

% 3 HPV16/18 DNA FHI$#EE) TCT #1 HPV E6/E7 mRNA &4 RIFR (n)

TCT JRELZ W n HPV E6/E7 mRNA fHE HPV E6/E7 mRNA B
NILM HSIL+ 13 10 3
SAE/LSIL 70 34 36
ASC-US/LSIL HSIL+ 7 7
RAE/LSIL 23 18
ASC-H/HSIL HSIL+ 9 9
SAE/LSIL 5 5
&t ait 127 83 44
% 4 HPV E6/E7 mRNA # TCT 3t HPV16/18 DNA PR 4> TN E L4 (%)
MRS FF 5 RE I P T 0 £ I R4 57 1 IF3 P T 0 £
HPV E6/E7 mRNA 65.35 89.66 31.33 41.84 93.18
TCT 34.65 55.17 36.36 71.43 84.34
X 23.954 8.626 0.331 17.472 2.041
P <0.05 <0.05 >0.05 <0.05 >0.05
%5 AE TCT £Z+ HPV E6/E7 mRNA Xt HPV16/18 DNA PR 4R MMELL 5 (%)
TCT 74 I 2 REYE I AR e 1 I T BF P Fo
NILM 53.01 76.92 51.43 22.73 92.31
=ASC-US 88.64 100.00 17.86 41.03 100.00
X2 16.124 4121 9.258 3.221 0.413
P <0.05 <0.05 <0.05 >0.05 >0.05
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3 itig HAWIFE B8, HPV E6/E7 mRNA 58 #5055 78 (1) 955

R HPV RRLL gL 25 | & B S AR AR i
o WFFE RIS 9906 B 20U BT A8 A ey B
S EEA HPV B AT, o HPV16/18 #Y
70%ZE 4 . HPV SR a2 XUAEFR IR DNA JK 5%, 700 3
AIIfEX, H E X 4if%e E6.E7 M H A H RS
FEA M, A5 AR B 1 p5s3 Al pRB 4
A 01 R TCRR A AR T, 5 | R AR

HPV R A FRYE, K2 67%01 HPV &y
T 1 AENALARTE R, 5T 90% ARG TE 2 4R NG
BRI — s MR LB BE , HPV 5 7511 DNA #E A 75 =48
WL, A FIEBRRAS A FRIA IR K8 E6/ET mRNA, —
WA A MBS ;. i fa i HPV RrZade
HPV DNA Fl A\ 253 [ 41 DNA % 4 % & ,E6/ET
MRNA K33k, #E M5 & 1 EA0H Sk A, B2
JE AR A BT BRI, 5 HPV DNA A E , K6
HPV E6/E7 mRNA 1 LIRSS, 1948 i £
JAS (R ARG . 2019 4F- 35 [ FTA B A ey S HA
23 (ASCCP ) & A1 14 B 250985 i A 8 i Hh -t S (o T
PR ARSI ik, Horp A $E HPV E6/E7 mRNAZ,

ANFEEG] HPV BUE XA 25, X HPV i
353 BRI R HAZ Wi (B . A SCHIRIRE ™, HPV16 |
18,3133 Fi1 45 H1 E6/E7 i 8 H 1Y 5 2 S 30 8
T A AR VR B0 Y BB R A . AERSETE 127 4]
HPV 16/18 DNA [FH % 1 #% 2 #F 7 vh 346 1 HPV
E6/E7 mRNA [ 83 fi], H f HPV16 #I [ b
74.70% (62/83) ,HPV18 %! [ [ 18.07%(15/83), 5
SCHRFRIE (1) P RS i 3 — B, gt —25 407
%P HPV E6/E7 mRNA PHIEREAS LA B — el £
i [t 81.93%(68/83) , HUE AL E YL, 1 1t 13.25%
(11/83), —H /YL AN YL 530 15 3.61%(3/83)
F11.20%(1/83), HHi K ZHOCHRIT A X HPV E6/
E7 mRNA HE47 45 BUAG IS8 A GIF 5 149 3 R I A7
FITF AR A E B HPV E6/ET 1Y B0 XU Al
Il ARANAEL, {5 R T ARG rh 22 SR e 5k b, i
Xt 2 IR B L — e A S5 R A B,
ME S AR AR AE A LSIL (HSIL+E , HPV
E6/E7 mRNA £ H % i1 48.39%% #4755 2 75.00% .
89.66%, Bl HPV E6/E7 mRNA 14 FH 1 28 I 25 2 S5
AN TR . 2019 4FE—TRF5E s, HPV E6/E7
MRNA 7 48 4 2H LSIL HSIL +2H % BH PE 4K vk
44.52% .69.66%F1 90.14% , AHFZE4E 522 M.

PRI A SE , HPV DNA 6 IAIE S T 9 B (10 477
1M HPV E6/E7 mRNA I\ 7= 1 350 25 PR 4 S 0 1
(AR I, DTS T 320 0 ) 3505 AL, W AR 4
TPA B 250055 28 AU

H Tl 48 ma 172 0 B S0 0 A %R, R T O
HPV16/18 FHI: , B TCT #Gdr S Mk, i A 7FA
GRS HXOL T TR — i PR HPV16
18 FUER YL | i T PRIR 2R, A oY & I, HPV16
DNA [HM: H TCT BIHER & & A HSIL+R A8 (1 XL
4 9.5% ,HPV18 DNA BH: H TCT BTG & &
A HSIL +35% A2 1) AU A 5.9% . 3% 26 Bff 5% $2 7R
HPV16/18 DNA [HE HiEH2HIES, WSR3
LT M AT AL, ST 5
XF HPV16/18 DNA FHM: ) 83, A W ik — 2040
BRE, AHFSENT HPV16/18 %1 DNA BHE B 23 iR
JH TCT #1 HPV E6/E7 mRNA #H47/400, 45 % Won
TCT 433 vl LY/ 65.35%Y B e Bifs 12 , (H Rl i 2>
12 44.83%M HSIL+;HPV E6/E7 mRNA 43 Al L)
I8/ 34.65%R PB4 12, W12 10.34%F) HSIL+,
#2785 HPV16/18 %I DNA FHE 83 R H TCT 5 HPV
E6/E7 mRNA Jrikd#i 740, # AT A/ B 8 B
2, (AR B SR —E ) HSIL+ 2. Eh
HHFFE LB 1, HPV DNA FHIE: 8 R H HPV E6/E7
mMRNA 733 ] LA/ 63% 0 FHiE 854512, W2 N
32%. HZEF ARG A RAFAE 225, v RERI IR
AREFFEALIREA R HPV16/18 1 DNA FHE, A
T HPV A PHAE AREAS .

Jy ik — T HPV E6/E7 mRNA (132 Wi 43k
Wrfl , A< BF5E [ % ] HPV E6/E7 mRNA H1 TCT %f
HPV16/18 DNA PHYEE #4750, 455 R HPV
E6/E7 mRNA XJ NILM 21433 vl LAk /b 46.99%11 [
W2, HINK 23.08% 1 HSIL+;HPV E6/E7
MRNA X =ASC-US 4143 ¥ 1] L 2> 11.36% 11 B
WS, HICHH: HSIL+, 1] HPV16/18 DNA FH
V£ 5 6] I % ] TCT =ASC -US #1 HPV E6/E7
MRNA FEA750 0, BE T DL/ D BB 865512, RAINE
B HSIL+AY T2 3, ST A i BHPE BOE . T s 4
S 3k HPV16/18 DNA P g 5 ik — 2L 403, &
P HPV E6/E7 mRNA X§ ASC-US/LSIL 2H 43 vl LA
/0 34.1% M B 55512, (Hlm K 14.8%09 HSIL+,
SRR RMEA 25, 40 ] GRS Y
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