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Abstract: Ovarian cancer is the fifth leading cause of female cancer death in the world. Early diagnosis and active treatment are effective methods to
improve prognosis. With the development of sequencing technology, it has been discovered that a large number of non-coding RNA.ncRNAs can be
used as carcinogenic driver and tumor suppressor in the activities of bacteria, fungi and mammals. NcCRNA is expected to be a new biomarker and
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therapeutic target for tumor diagnosis and treatment. Exploring ncRNA may provide some systematic new ideas for the study of ovarian cancer. In this
paper, the latest research progress of ovarian cancer-related ncRNA is reviewed, and the role of micro-RNA (miRNA), long-chain non-coding RNA
(IncRNA)and cyclic RNA (circRNA)in ovarian cancer is emphatically discussed.
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