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Analysis of Common Deafness Gene Detection Results in Non-syndromic Deafness Patients

and Their Relatives in Western Liaoning
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(Department of Otorhinolaryngology Head and Neck Surgery,the First Affiliated Hospital of Jinzhou Medical University,
Jinzhou 121000, Liaoning,China)
Abstract: Objective To analyze the detection results of deafness gene mutations in patients with nonsyndromic deafness and their immediate family
members in western Liaoning, to understand the common genetic genes of non-syndromic deafness in the region distribution characteristics.Methods
A total of 178 sensorineural hearing loss patients (170 patients,8 relatives) registered in the outpatient clinic of the first affiliated hospital of Jinzhou
Medical University and the deaf and mute school of western Liaoning Province and the local disabled association were collected on April 2018 and
April 2019.The peripheral blood samples of the direct relatives of the patients and some of the deafness patients were collected, and 13 mutation sites
of 4 common deafness genes were screened by genetic deafness gene chip technology.Results Among the 178 subjects, the deafness detection rate
was 34.83%, and the non-syndromic deafness detection rate was 33.53%. 26 cases of GJB2 mutant gene, the positive rate was 14.61%; 33 cases of
SLC26A4 mutant gene, the positive rate was 18.54%; 2 cases of mitochondrial DNA 12S rRNA mutant gene, the positive rate was 1.12%; 1 case of
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GJB3 mutant gene, the positive rate was 0.56% . 8 immediate family members performed deafness gene sequencing, and five persons detected
pathological deafness gene mutations, including three sites of two genes of GJB2 and SLC26A4 (235delC, IVS7-2A> G, 1299C> T), of which 2 cases
GJB2 heterozygous mutations,3 cases were SLC26A4 heterozygous mutations, and there was no significant decrease in parents' hearing in the 4 groups
of families.There was no statistically significant difference in the positive rates of different genders, genetic history, and regions(P>0.05).Compared with
the positive rate of different nationalities, the difference was statistically significant (P<0.05).Conclusion The proportion of non-syndromic deafness
in western Liaoning is relatively high. The most common mutation gene is SLC26A4, IVS7-2A> G is the most important mutation site, followed by the
GJB2 gene, and 235delC is the most common mutation site.
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