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Abstract: Objective To analyze the detection results of deafness genes in neonates born in 3 hospitals in Guangming district of Shenzhen, so as to
understand the mutation carrying status of deafness genes in newborns in Shenzhen Guangming district.Methods Collecting 16249 blood samples of
newborns born from May 2017 to November 2018 in Guangming District, Shenzhen, and use PCR + flow-through hybridization to detect 4 common
deafness susceptibility genes (GJB2, GJB3, SLC26A4, 12SrDNA), among which the specimens collected from May 2017 to March 2018 detected 9
mutation sites of 4 common deafness genes, and the specimens collected from March to November 2018 detected 15 mutation sites of 4 common genes,
the mutation carrying rate and distribution of mutation sites of hereditary deafness genes in newborns were analyzed.Results Among 16249 newborns,
575 cases with mutation deafness genes were detected, with a total positive rate of 3.53%, of which 8448 samples were detected for 9 sites of 4 genes,
262 samples were mutated, and the mutation rate was 3.10%; 4 genes were detected 15 the number of loci samples was 7801, the mutation samples
were 313, and the mutation rate was 4.01%. Among all the mutated genes, GJB2 gene (1.96%) and SLC26A4 gene had the highest mutation rate
(1.21%).Conclusion The mutation rate of hereditary deafness genes in the Guangming District of Shenzhen City is lower than the national average.
The genetic mutations are mainly GJB2 gene and SLC26A4 gene. Enlarging the detection of gene loci is helpful to reduce the screening rate; early
detection and early intervention can reduce the occurrence of deafness.
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