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Abstract: Objective To detect Epstein-Barr virus  (EBV) infection in patients with multiple myeloma (MM), and to explore its relationship with the
occurrence, development and prognosis of MM.Methods A total of 110 patients with MM who were hospitalized in our hospital from May 2012 to
February 2020 were selected as the MM group, and 110 healthy people during the same period were selected as the control group.Fluorescence
quantitative PCR was used to detect EBV-DNA in peripheral blood cells of all subjects,the EBV infection rate and EBV-DNA levels in peripheral
blood cells of patients with different types, different stages (ISS stages) and different risk stratification (mSMART) were compared between the two
groups.Results The EBV infection rate in the MM group was 68.18%, which was higher than 8.18% in the control group (P<0.05);The positive
expression rates of EBV-DNA in different types were 57.78% for IgG type, 73.81% for IgA type, 66.67% for IgD type, 71.14% for k light chain type,
85.71% for light chain type, and 100.00% for non-secreted type.The positive expression rates of EBV-DNA in different stages (ISS stages) were
27.78% in stage 1, 59.09% in stage Il and 81.43% in stage Ill, respectively and the positive expression rate of EBV-DNA in stage | was higher
than that in the normal control group, and lower than in stages Il and Il (P<0.05).The positive expression rate of EBV-DNA in stage I was lower
than that in stage lll (P<0.05);The positive expression rates of EBV-DNA in different risk stratification (mSMART) were low-risk group (43.75%),
intermediate—risk group (69.77%), and high-risk group (88.57%) and the positive expression rate of EBV-DNA in the low-risk group was higher than
that of the normal control group, and lower than the middle-risk group and the high-risk group (P<0.05).The positive expression rate of EBV-DNA in
the intermediate—risk group was lower than that in the high-risk group (P<0.05).Conclusion EBV infection may be closely related to the occurrence
of multiple myeloma. The expression of EBV-DNA in peripheral blood has differences in the clinical classification, staging and risk stratification of
patients with multiple myeloma.The detection of EBV-DNA in peripheral blood can be used as an important reference index for clinical evaluation of
the prognosis of multiple myeloma, and has certain clinical reference value.
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