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Abstract: Fecal microniota transplantation (FMT) is a promising therapy for the treatment of diseases related to intestinal microbial changes. However,
there is no uniform standard for FMT, which affects the application and promotion of FMT to some extent. This article mainly summarizes the
application status of FMT, and reviews the key flora in donor feces, receptor factors, administration routes, antibiotic pretreatment, and preparation of

fecal materials, in order to provide reference for clinical application of FMT.
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