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Abstract: Objective To investigate the expression and clinical significance of GSDM gene family in bladder cancer.Methods TCGA database was
used to analyze the differences in the expression of six members of GSDM family in bladder cancer tissues and normal tissues, and TISCH database
was used to explore the expression of each cell in the tumor microenvironment of bladder cancer at the single cell level. The GEPIA2 database was
further used to explore the relationship between GSDM gene family and tumor staging of patients, and the Kaplan-Meier Plotter database was used to
explore the relationship between GSDM gene family and overall survival of patients. The single—factor and multi—factor Cox regression analysis was
used to explore whether the GSDM family had independent predictive ability in bladder cancer. GeneMANIA and String databases were used to
construct protein interaction network to find proteins interacting with the GSDM family, and the gene function enrichment analysis was performed.
Finally, the immune infiltration analysis of the GSDM gene family was performed.Results GSDMB, GSDMC and GSDMD were highly expressed in
bladder cancer. GSDMB and GSDMD were mainly expressed in malignant cells, and it was found that the expression of GSDMB and GSDME
decreased with the increase of TNM stage. Survival analysis showed that GSDMA, GSDMB, PJVK (GSDMA) had higher prognosis and longer survival
time. The results of functional enrichment analysis showed that GSDM and its interacting genes were mainly enriched in immune related biological
processes such as cell death. Cox analysis showed that GSDMB was a protective factor for the prognosis of BC patients, while age, T stage and TNM
stage were high risk factors for the prognosis of BC patients.Conclusion GSDMB and GSDMD in GSDM gene family are highly expressed in bladder
cancer tissues, and are mainly located in malignant cells, and its high expression is related to better prognosis. It may have the potential as a
biomarker and therapeutic target for predicting the prognosis of bladder cancer by inducing pyroptosis of cancer cells.
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