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The Prognostic Value of CLDN11 in Colon Cancer and its Potential Immunotherapy Targets
CAO Li-chao,ZHANG He-zi,YU Chen—-di,LU Xiao—ping,BA Ying
(Shenzhen Nucleus Gene Technology Co., Ltd., Shenzhen 518071,Guangdong,China)

Abstract: Objective To analyze the expression of CLDN11 in colon cancer and other tumor samples, and to explore its prognostic value and its

DOI: 10.3969/j.issn.1006—1959.2022.14.002

correlation with common immunotherapy target genes.Methods TIMER2.0 was used to analyze the gene expression of CLDN11 in pan—cancer species
online, and the correlation between CLDN11 gene expression and immune cell invasion was analyzed. GEPIA2 was used to online analyze the
correlation between CLDN11 and total survival time (OS) and disease—free survival time (DFS) of colon cancer patients, and to evaluate its prognostic
value in pan—cancer species. Download the mRNA expression data matrix and clinical information related to colon cancer from TCGA database,
analyze the relationship between CLDNI11 gene expression in TMN stage and microsatellite status, and the correlation with immunotherapy targets.
where the correlation was expressed by the correlation coefficient (cor).Results CLND11 was highly expressed in various tumors, including colon
cancer, and lowly expressed in cholangiocarcinoma ( CHOL ) and thyroid cancer (THCA). The low expression of CLDN11 was significantly correlated
with the good prognosis of patients with various tumors (P<0.05). The Kruskal-wallis test results showed that the high expression of CLDN11 was
related to higher T staging (P=0.019), M staging (P=0.0076), N staging (P=0.0043), pathological staging (P=0.013) and stable microsatellite status (P=
5.4e-5). The expression of CLDN11 was significantly positively correlated with the expression of CD274, CTLA4, HAVCR2, LAG3, PDCD1 and TIGIT
(cor>0.25, P<0.05).Conclusion CLDNI11 can be used as a prognostic marker for a variety of tumors, and can be used as a predictor of tumor staging
of colon cancer and a potential target for immunotherapy.

Key words: CLDN11;Colon cancer;Prognosis evaluation;Bioinformatics;TCGA database
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