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Abstract: Objective To study the role and correlation of microRNA -744 regulating protein kinase cAMP —activated catalytic subunit alpha
(PRKACA) and fibroblast growth factor 2 (FGF2) in scar formation after skin burn.Methods A total of 30 burn animal models were selected as the
research objects and divided into control group, burn group and recovery group, with 10 rats in each group. The expression of microRNA -744,
PRKACA and FGF2 levels and protein expression were compared among the groups, and the relationship between microRNA-744 and PRKACA and
FGF2 was analyzed by Pearson correlation.Results The expression levels of microRNA—-744 in the burn group and the healing group were (6.901+
1.031) and (7.583+1.067), respectively, which were higher than (4.671+1.012) in the control group, and the differences were statistically significant
(P<0.05). The expression level and protein expression of PRKACA in the burn group and the healing group were lower than those in the control group,
and the healing group was lower than the burn group (P<0.05). The expression level and protein expression of FGF2 in the burn group and the
healing group were higher than those in the control group, and the healing group was higher than the burn group, the differences were statistically
significant (P<0.05). Pearson correlation analysis showed that microRNA -744 was negatively correlated with PRKACA (r=-0.821, P<0.05) and
positively correlated with FGF2 (r=0.773, P<0.05).Conclusion MicroRNA-744 can regulate the expression of PRKACA and FGF2 in scar formation
after skin burn healing, which indirectly promotes the expression of FGF2 by regulating PRKACA.
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