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Screening and Verification Key miRNAs Related to Prognosis of
Bladder Cancerbased on Bioinformatics
70U Zhen-hai,CHENG Qi,LI Zhong,LLIU Bei-bei,GAO Wu—yue,SUN Wei,GUO Yuan—yuan,LIU Jian—-min
(Department of Urology,the First Affiliated Hospital of Bengbu Medical College,Bengbu 233004,Anhui,China)
Abstract: Objective To screen and analyze the key microRNAs (miRNAs) and their target genes related to the prognosis of bladder cancer, and carry
out experimental verification.Methods The miRNAs data of BLCA and normal tissues and the corresponding prognosis information were downloaded
from TCGA database. Use edgeR package and survival package to obtain miRNAs molecules with both expression differences and clinical prognostic
significance of OS; clinical correlation analysis of the preferred miRNAs was carried out to obtain the key miRNAs. Three commonly used databases
(miRDB, miRWalk and TargetScan) were used to predict the target genes of key miRNA, and DAVID database was used for GO and KEGG
enrichment analysis of the target genes. The expression level of key miRNA in bladder cancer cells was detected by qRT-PCR. By transfecting the
expression of miR—1307-5p and miR-944 in the overexpressed T24 cells, the changes of cell proliferation, migration, invasion and apoptosis were
detected.Results A total of 418 cases of bladder cancer and 19 normal controls were downloaded from TCGA database, and 293 differential miRNAs
were screened, of which 224 were highly expressed and 69 were low expressed. Through single factor analysis, nine miRNAs molecules which were
significantly related to the prognosis of patients were selected, and two miRNAs which were closely related to the clinicopathological information of
patients were further analyzed, namely miR-1307-5p and miR-944. GO and KEGG analysis showed that the target genes of these miRNAs were
mainly related to the combination of cytoplasm, organelles and metal cations in cells, and participated in a variety of signal pathways related to
carcinogenesis. The results of qRT-PCR showed that the expression of miR-944 in bladder cancer cells was significantly down—regulated (P<0.05),
but the expression level of miR-1307-5p had no significant change (P>0.05). Over—expression of miR—944 could inhibit the proliferation, migration
and invasion of bladder cancer cells and promote apoptosis, but over—expression of miR-1307 -5p had no obvious changes in the proliferation,
migration, invasion and apoptosis of bladder cancer cells.Conclusion Based on bioinformatics analysis, two key miRNAs molecules with important
clinical significance are obtained, namely miR-1307-5p and miR-944. miR-944 can inhibit the biological behavior of bladder cancer cells, and may
be a potential therapeutic target for bladder cancer.
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single-multicellular organism process 681 4.70E-14 1.00E-10
developmental process 661 7.40E-14 1.20E-10
AN A intracellular 1364 1.50E-17 1.10E-14
intracellular part 1363 2.10E-17 1.10E-14
organelle 1288 1.60E-13 4.80E-11
intracellular organelle 1221 1.80E-13 4.80E-11
cytoplasm 1092 5.00E-13 9.10E-01
el ion binding 634 3.00E-08 5.30E-05
cation binding 451 1.50E-07 1.40E-04
metal ion binding 441 3.30E-07 2.00E-04
transferase activity 260 3.60E-06 1.60E-03
protein serine 65 7.10E-06 2.60E-03
& 4 HEEE0 10 LAY miRNA BBEE R KEGG FSBREEEST
T AR PR B P KIEJA R P
Longevity regulating pathway 75 7.60e-18 2.38e-15
EGFR tyrosine kinase inhibitor resistance 46 8.89e-13 1.39e-10
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