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Abstract: Objective To explore the potential molecular mechanism of antibacterial of Scutellaria amoena by using ultra performance liquid
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chromatography—quadrupole—time—of—flight mass spectrometry (UPLC-Q-TOF-MS) technology and network pharmacology.Methods At first, the main
chemical components were analyzed by UPLC-Q-TOF-MS, and the targets were predicted by TCMSP database. The key core targets were obtained by
intersection of the results and the antibacterial related targets retrieved from GeneCards databases. Secondly, STRING database was used for protein
interaction analysis, protein interaction and active components—targets—pathway network was constructed by Cytoscape 3.6.1. Finally, gene ontology
(GO) function and KEGG pathway enrichment analysis were performed by DAVID database, and the above results were verified by molecular docking
technique.Result A total of 21 chemical constituents in Scutellaria amoena were identified by UPLC —Q-TOF -MS. The network pharmacological
studies revealed 10 active components and 35 potential targets of key antidepressant effects, which mainly exert antibacterial effects by 10 key
signaling pathways.Conclusion This study revealed the antibacterial action of multiple components, multiple targets and multiple pathways of
Scutellaria amoenaby, and provides a new idea and clue for the further research on the pharmacodynamical substances and the mechanism of
antibacterial activities of Scutellaria amoena.
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