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Abstract: Objective To explore the correlation between SETDB2 and clinical features of thyroid cancer (THCA) using TCGA database.Methods The

clinical data and RNA-seq results of 510 thyroid cancer patients and 58 adjacent control tissue samples were downloaded from the TCGA database to
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explore the expression of SETDB2 in tumor tissues of thyroid cancer patients and healthy control tissues. The expression of SETDB2 gene was
retrieved by HPA and GEO databases. UALCAN database was used to analyze the relationship between SETDB2 expression level and
clinicopathological features of thyroid cancer patients. The relationship between progression—free interval (PFI) and SETDB2 expression level in
thyroid cancer patients was evaluated by GEPIA database. The area under the ROC curve (AUC) was used to evaluate the value of SETDB2 as a
classification of thyroid cancer patients. The genes co—expressed with SETDB2 in thyroid cancer and their enrichment analysis were analyzed by
LinkedOmics database. TIMER2.0 online analysis of immune cell infiltration was used to evaluate the response of SETDB2 expression level to
immunotherapy.Results The expression level of SETDB2 in thyroid cancer tissues was lower than that in normal control group (P<0.05). The low
expression of SETDB2 in thyroid cancer patients was related to T stage, lymph node metastasis, tumor residual and tumor stage (P<0.05). ROC curve
showed that SETDB2 had high diagnostic value in thyroid cancer classification (AUC=0.898). The decreased expression of SETDB2 was associated
with poor PFI  (P<0.05). SETDB2 may be involved in the humoral response and apoptosis of antibiotics. The low expression of SETDB2 was related to
the enhanced infiltration ability of immune cells.Conclusion The decreased expression of SETDB2 is associated with poor prognosis and enhanced
immune cell infiltration in patients with thyroid cancer, suggesting that SETDB2 may be a prognostic biomarker for thyroid cancer.
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