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Screening of IncRNA Related to Immune Prognosis of Lung Adenocarcinoma
Based on Bioinformatics Analysis
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Abstract: Objective To identify potential immunoprognostic IncRNA  (IRL) biomarkers by bioinformatics methods based on TCGA and Molecular
Signatures Database data for prognosis prediction of lung adenocarcinoma patients.Methods The IRL dataset of lung adenocarcinoma and
corresponding clinical parameters were obtained from TCGA. Immune genes were extracted from Molecular Signatures Database v7.0. Immune-related
IRL was identified by constructing an immune gene co—expression network. Cox regression analysis and Lasso regression analysis were used to screen
IRL biomarkers related to the prognosis of lung adenocarcinoma. The value of IRL in predicting the survival prognosis of patients was evaluated by
survival analysis and ROC curve analysis.Results A total of 1124 IRLs were identified. Through univariate Cox regression analysis, 18 IRLs related
to the prognosis of lung adenocarcinoma were initially screened, and 14 IRLs related to the survival and prognosis of lung adenocarcinoma were
obtained after secondary selection of prognosis—related IRLs by Lasso regression analysis. Cox analysis screened 8 IRLs as independent risk factors for
prognosis to construct a risk scoring model. K—-M survival analysis showed that the survival time of the low-risk group was longer than that of the
high-risk group (P<0.001). ROC curve analysis showed that the area under the curve of risk score, age, gender, stage, T, M and N for the prognosis of
lung adenocarcinoma was 0.827, 0.498, 0.579, 0.733, 0.673, 0.508 and 0.685, respectively. The risk curve was drawn for the risk model. The results
showed that with the increase of the risk value, the survival time of the patients gradually decreased, and the number of deaths gradually increased.
Conclusion Eight risk models constructed by IRL may be potential prognostic biomarkers for patients with lung adenocarcinoma.
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