9536 B4 2 ) B A5 B Vol. 36 No.2
&’ 2023 41 H Journal of Medical Information Jan. 2023
AT RDLBEIRYY 5 CYP2C9 JEPIZ BPEMIFS

IR
(PEEFAFR/AARBREFE/B RS TR P S/ BSERS AR LR 100037)

RE. L ERRE A ORI, LT 42 & KRB AR BT AR, R E R HERES, RG ot s, &80 THE
dARME AWM ERK, LERBREINEZSHEAEPEREREY R, ATPTERR ARV AL EIRRBAROIREZRE,
CYP2CYO AR5 $ SRFAFS AF R LN, CYP2CI A B T F ol kB EHN T HEEEHh, ALk CYP2CY £
B 34 i Ak 0 25 M AR A v R CYP2CO A £ M AL ERFAE LT PHEXAM—%R DA GREARIE FEEKR
BT PRBRE

KR 4Lk CYP2CY; Bap A R 3
PESHES RI73+.2

XEHS :1006—1959(2023)02—0176—04

XEKERIRAD: A DOI:10.3969/].i55n.1006—1959.2023.02.039
Research in Warfarin Anticoagulant Treatment and Genetic Polymorphisms of CYP2C9
WANG Dong—xu
(Department of Cardiology,Chinese Academy of Medical Sciences/Peking Union Medical College/
National Center for Cardiovascular Diseases/Fuwai Hospital,Beijing 100037,China)
Abstract: Warfarin is an oral anticoagulant drug, which can inhibit the synthesis of vitamin K —dependent coagulation factors, change the
hypercoagulable state of blood, prevent thrombosis, and is suitable for the prevention and treatment of thromboembolic diseases. The steady—state dose
of warfarin is affected by many genetic and non-genetic factors, among which genetic factors are the most important factors affecting the anticoagulant
effect of warfarin. The genetic polymorphism of CYP2C9 gene is the most abundant, and the study found that CYP2C9 gene mutation has an important

influence on the steady-state dose of warfarin. This article reviews the effect of CYP2C9 gene on warfarin metabolism and the significance of CYP2C9

gene polymorphism in warfarin anticoagulation therapy, in order to provide a basis for clinical gene guidance of warfarin therapy.
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