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The Expression and Prognostic Value of GSDMs Family in Uterine Corpus Endometrial Cancer
LI Dan,HUANG Yan-dan,LU Yan
(Department of Gynecologic Oncology,Guangxi Medical University Cancer Hospital,Nanning 530021,Guangxi,China)

Abstract: Objective To analyze the expression level, mechanism and prognostic value of Gasdermins (GSDMs) family in uterine corpus endometrial
carcinoma (UCEC).Methods The expression of GSDMs in UCEC was analyzed by ULACAN and cBioportal database. Kaplan—Meier Plotter database
was used to predict its prognostic value. Cytoscape and Metascape explored its functional mechanism; tISIDB and TIMER were used to analyze the
level of immune infiltration.Results Compared with normal endometrial tissues, the expression of GSDMA, GSDMB, GSDMC and GSDMD in
endometrial cancer tissues increased, and the expression of GSDME and PJVK genes decreased, the difference was statistically significant (P<0.05),
and the expression of GSDMB and DFNAS was related to tumor stage ; the OS and RFS of patients with low expression of GSDMD decreased (P<
0.05), while the expression of other genes was not significantly correlated with OS and RFS (P>0.05). GO and KEGG pathway enrichment analysis
showed that the GSDMs family was involved in regulating cell division cycle, ubiquitin —dependent protein metabolism, endosomal membrane,
sphingolipid signaling pathway and AMPK signaling pathway. Cox proportional hazard regression model analysis showed that CD4°T cells (HR=0.000,
P=0.005), CD8* T cells (HR=0.001, P=0.001), GSDMB (HR=1.216, P=0.028), GSDMD (HR=0.674, P=0.016) and GSDME (HR=1.330, P=0.026) may
be independent prognostic factors of UCEC. GSDMA, GSDMB and GSDMD were positively correlated with PD=1 (P<0.05); PD-L1 was positively
correlated with GSDMA and GSDMC, and negatively correlated with PJVK  (P<0.05); GSDMA, GSDMB and GSDMD were positively correlated with
CTLA4 (P<0.05).Conclusion The GSDMs family is related to the pathogenesis, prognostic value and immune infiltration of endometrial cancer, and is
a potential target for diagnostic markers and immunotherapy of endometrial cancer.
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