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Abstract: Objective To explore the circular RNA  (circRNA)-microRNA  (miRNA)-messenger RNA  (mRNA) network and key genes in peripheral
blood mononuclear cells patients with rheumatoid arthritis (RA).Methods The relevant data sets GSE189338, GSE124373 and GSES55457 were

obtained from the gene expression database GEO. The differential expression of circRNA, miRNA and mRNA was analyzed by R language Limma
package and edgeR package. According to the ceRNA network association data, the circRNA-miRNA-mRNA network was constructed by Cytoscape
3.8.0 software. The heat map and box plot analysis of ceRNA network nodes were carried out by R language pheatmap package, reshape 2 package
and ggpubr package, and the differentially expressed mRNAs were analyzed by GO enrichment and KEGG pathway analysis.Results A total of 58
differentially expressed circRNAs, 35 differentially expressed miRNAs and 150 differentially expressed mRNAs were screened out. According to the
ceRNA network correlation data and using Cytoscape 3.7.1 software, 10 circRNAs, 8 miRNAs and 38 mRNAs were finally screened to construct a
circRNA-miRNA-mRNA visualization network ; through the box plot analysis of ceRNA network nodes, 5 circRNAs with high expression, 4 circRNAs
with low expression, 4 miRNA with high expression, 4 miRNA with low expression, 17 mRNA with high expression and 7 mRNA with low expression
were found in RA. A total of 289 items were obtained by GO analysis. Among them, biological process (BP) was mainly enriched in 252 items such as
B cell activation, differentiation and proliferation, lymphocyte differentiation, etc., and cell localization (CC) was mainly enriched in 5 items such as
plasma membrane lateral, RNA polymerase II transcriptional inhibitor complex, etc., while molecular function (MF) was mainly enriched in 32 items
such as fibronectin binding, cytokine binding, receptor ligand activity, etc.; KEGG analysis showed that differential mRNA was mainly enriched in

hematopoietic cell lineage, primary immunodeficiency, B cell receptor signaling pathway, Toll -like receptor signaling pathway, T cell receptor
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signaling pathway, etc.Conclusion A total of 10 circRNAs and their related ceRNA networks were found in the pathogenesis of RA. These genes and

related pathways can provide new targets for the diagnosis and treatment of RA.
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