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Feature Construction of IncRNA Related to Prognosis of Esophageal Cancer
HUANG Xiang—dong,ZHANG Xing-wei
(Department of Thoracic Surgery,Chifeng Municipal Hospital,Chifeng 024000,Inner Mongolia,China)

Abstract: Objective To explore the prognostic IncRNA of esophageal cancer and construct the prognostic prediction features of patients based on the
Cancer Genome Atlas (TCGA) database, and to provide new evidence support for the potential therapeutic targets of esophageal cancer patients.Methods
The expression profile and clinical information of esophageal cancer patients in TCGA database were obtained. R language was used to identify
differentially expressed mRNAs (DEGs) and differentially expressed IncRNAs (DELs) between cancer tissues and normal tissues. Based on Cox regression
and LASSO regression analysis, prognostic predictive features were constructed, and survival differences between high-risk and low-risk groups in the
prognostic model were evaluated by K-M survival analysis. In addition, Pearson correlation analysis was used to identify mRNAs that were co—expressed
with IncRNAs in the prognostic model, and the function of IncRNAs was analyzed.Results Based on the TCGA database, a total of 169 samples were
obtained, and 592 DELs and 1219 DEGs were identified. Based on LASSO regression analysis, robust prediction features containing 13 IncRNAs were
constructed. According to the risk score, the patients were divided into high-risk group and low-risk groups. The K-M survival curve showed that the
overall survival time (OS) of the high—risk group was shorter than that of the low—risk group (P=3e-10). The AUC of the risk feature for predicting 1, 3
and 5-year survival rates was 0.762, 0.773 and 0.925, respectively, showing excellent predictability. The high expression of AC002331.1, LINCO1068
and RP11-2N1.2 was closely related to the poor prognosis of patients.Conclusion The IncRNA features constructed in this study can better predict the
overall survival time of patients with esophageal cancer and may be a potential therapeutic target for esophageal cancer patients.
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