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Abstract: Objective To explore the key genes of HCV-related cirrhosis (HCV-Cirr) and its mechanism by bioinformatics.Methods By analyzing the
data sets GSE14323 and GSE40744, differentially expressed genes (DEGs) and miRNAs (DEMs) were screened during the formation of HCV -Cirr.
The miRnet database was used to predict the target genes of DEMs and intersect with DEGs to obtain candidate genes. The NetworkAnalyst database
was used for gene enrichment analysis. The STRING database and Cytoscape software were used to construct protein interaction network (PPI) and
module analysis.Results A total of 66 candidate genes were obtained; GO and KEGG pathway enrichment analysis showed that candidate genes were
mainly enriched in response to various factors, extracellular regions, lipid binding, and mainly involved in MAPK signaling pathway and focal
adhesion pathway. Based on the PPI network, 10 key genes (MMP2, CCL2, JUN, COL1A1l, CAV1, TIMP3, SPARC, COLAA2, FBNI1, FOS) were
obtained, all of which were up-regulated DEGs in HCV-Curr, while CAV1, SPARC, FBN1 and FOS were the target genes of hsa—-miR-192-5p down—
regulated in HCV —Cirr.Conclusion Four core genes and their upstream regulatory miRNAs are finally screened out, which may be used for early
diagnosis and treatment of HCV—Cirr.
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