95 36 %5 12 ) BE (R R Vol. 36 No.12
EUERE 2023 % 6 H Journal of Medical Information Jun. 2023

HMMR Lt PSS s v i 48 15 B HOR) B8 il f 1) 56 g
M @, Pt
(& Eﬂk% MBS ETR R Mo, &8 £33 238000)

HE.BR RRAY S FEA HMMR LR EL R FORE S ELL %0 R %%%ﬁfééaé% Fik AR REBETAEX
B @3¢ NCBI 2045 & 7 GSE140973 A A AT f ik fe AT IR E S+ R X AW, iid GO 4 #74» KEGG /\#)Tziﬁiiy Refmik 12
FE S FEATHHEAT PPI M &M 3L, il iF Cytoscape 2R3 PPI M 4 347 TALAL AR KB Hub & B | i@ it GEPIA -7 & #47 2
?r%ui ST B AT, R TR B AR R A& GSE140973 X I 807 /™~ DEGs; GO 47 #2 KEGG 4 #7 %7, DEGs

FRERLYy A MEAR, a5 B BMMR/EFE. @RARFIE T, #—F 54 EHF HMMR SHCBP1,
ERCC6L,ZWINT,FAMS3D,CDCA2 SPC25,SKA1,KIAA0101 MND1 £ 10 A~ Hub 2 B ; A A oM e £ F R X5 B R,
HMMR & B A% W0 BB R Ao EFHR T RARR, LAk EFREA X, Gt AL AMBEAL T HMMR AF 2354

5, HMMR AW ZHAKE LR EHREHEL,
KR 2 M & ;HMMR ;15 518 % ; PIBK-AKT-mTOR
HPE 5 HES R735.3+5 XERPRIRAD: A DOI:10.3969/j.issn.1006—1959.2023.12.002

XEHES :1006—1959(2023)12—0008—05
Expression of HMMR Gene in Colon Cancer and its Effect on the Prognosis
CHEN Yu,LU Ye—cai
(Department of Gastrointestinal Surgery,Chaohu Hospital of Anhui Medical University,Chaohu 238000,Anhui,China)

Abstract: Objective To explore the expression of HMMR gene in colon cancer by biological method and analyze its relationship with the prognosis of
colon cancer patients.Methods The R language related software package was used to screen and analyze the GSE140973 samples in the NCBI
database to obtain differentially expressed genes. GO analysis and KEGG analysis were used to perform functional and pathway enrichment analysis,
and PPI network construction was performed. The PPI network was visualized by Cytoscape software and Hub genes were obtained. Differential
expression analysis and survival analysis were performed through the GEPIA platform, and the target genes were finally screened.Results A total of
807 DEGs were found in GSE140973. GO analysis and KEGG analysis showed that DEGs were mainly enriched in mitotic cell cycle, chromosome
separation, glycolysis/gluconeogenesis, cell cycle and other processes. Further analysis obtained 10 Hub genes including HMMR, SHCBP1, ERCC6 L,
ZWINT, FAM83 D, CDCA2, SPC25, SKAL, KIAAO0101 and MNDI. Survival analysis and differential expression analysis showed that the expression of
HMMR gene was different in colon cancer tissues and normal tissues, and its expression was related to the prognosis of patients.Conclusion HMMR

gene is highly expressed in colon cancer, and the high expression of HMMR gene is related to the prognosis of colon cancer patients.
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