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Residual Risk Assessment of Hepatitis B Virus Transmission After Blood Screening

in Voluntary Blood Donors
YU Cheng-1i,LI Rui—juan
(Qujing City Center Blood Center,Qujing 655000,Yunnan,China)

Abstract: Objective To preliminarily evaluate the residual risk of hepatitis B virus transmission after blood screening among voluntary blood donors
in Qujing area, evaluate the current screening model, and provide data basis for the improvement of blood screening work in the next step.
Methods The screening data of hepatitis B virus surface antigen (HBsAg) and HBV DNA in voluntary blood donors in Qujing Central Blood Station
from January 1, 2020 to December 31, 2022 were collected. The yield/ WP ratio model was used to evaluate the residual risk of hepatitis B virus
transmission in primary blood donors and repeated blood donors.Results From 2020 to 2022, a total of 173 084 people were screened for hepatitis B
in Qujing Central Blood Station, including 79 073 initial blood donors and 94 011 repeated blood donors. There were 340 HBsAg positive cases
detected by ELISA (273 positive cases in initial blood donors and 67 positive cases in repeated blood donors), and 68 HBV DNA positive cases
detected by nucleic acid test (41 positive cases in initial blood donors and 27 positive cases in repeated blood donors). The residual risk of HBsAg in
initial blood donors was 10.21/100 000, and the residual risk of HBsAg in repeated blood donors was 3.4/100 000. The residual risk of HBV DNA in
first—time blood donors was 2.04/100 000, and the residual risk of HBV DNA in repeated blood donors was 0.68/100 000.Conclusion The residual
risk of hepatitis B virus transmission in repeated blood donors in Qujing area is lower than that in first—time blood donors. Increasing one nucleic acid
test can significantly reduce the residual risk of hepatitis B virus transmission, which is of great significance to ensure blood safety and prevent
transfusion infection with hepatitis B virus. Under the current screening mode, the residual risk of hepatitis B virus transmission among voluntary
blood donors in Qujing area is low and at a safe level.
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